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Leu (L)
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Met (M)

Alanine

Arginine

Aspatic acid

Asparagine

Base pair

Diethyl pyrocarbonate
1-deoxy-D-xylulose-5-phosphate synthase gene
1-deoxy-D-xylulose-5-phosphate reductoisomerase gene
Degree Celsius

Hexadecyl trimetyl ammonium bromide
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Ethyleneglycol-bis(B-aminoethyl ether)N,N,N’,N’-tetraacetic
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Glutamic acid

Glycine

Histidine

Isopropyl-p -D-thicgalactopyranoside

Isoleucine

Kilobase

Kilodalton

Leucine
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Molar
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