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�	�	/��� 12  !2� 2�+��#,���/� ��$�#(%13� (<%%' 2�#(6�1!%,�#.7�&0��0%.-

2�+��#,���/� ��$�#(%13� (<%%' 2�#(6�1                                                      �#.7�&0��0%.-
alpha modification of Eagle�s medium  (MEM) Gibgo
20% fetal calf serum (FCS) Seromed
100um L-ascorbic acid 2-phosphate Sigma
2Mm L-glutamate Gibgo
100 units/ml penicillin  100 ��96#�#��/�.%%.%.-# streptomycin Gibgo
fungizone Gibgo

2�#(6�1 SDS polyacrylamide gel electrophoresis of protein                          �#.7�&0��0%.-
Acrylamide Bio-Rad
TEMED Bio-Rad
Ammonium persulfate Sigma
SDS-PAGE Molecular weight standard Invitrogen

2�#(6�1 MTT assay                                                                                         �#.7�&0��0%.-
(3-(4,5-dimethylthiazol-2-yl)-2,5-diphenyltetrazolium bromide) Sigma
dimethyl sulfoxide (DMSO) Sigma

 (N-(2-Hydroxyethyl) piperazine-N'-(2-ethanesulfonic acid ) (HEPES)
Sigma

Glycine Sigma
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2\�	�����3� polyacrylamide gel Q�	��=��/ SDS-PAGE

(-#1�� polyacrylamide gel &1*�������#,��!��/��� 10×12 (<�-.(�-# !%,6+��
$��/� (�%�#,��J 1 �.%%.(�-# �����#(-#1��

Separating gel =12.5 % (v/v) total acrylamide gel
Stacking gel = 4.5% (v/v) total acrylamide gel

1. (-#1�� 12.5% separating gel �#,�����+�
       30%  Stock acrylamide gel 6.25   �.%%.%.-#

Stock separating gel buffer  (pH 8.8) 3.75   �.%%.%.-#
�3��   5.00   �.%%.%.-#
TEMED                                                                  15.0   ��96#%.-#
10% Ammonium persulfate                  150    ��96#%.-#
02�2�#(/����+����(&����� +�� #,$+�� !0���#,���#,�����!0���%��.(�1�� 

!%,0�4�-��/����+�+���j##���
2. (-#1�� 4.5% Stacking gel

30% Stock acrylamide gel                           750    �.%%.%.-#
Stock stacking  gel buffer  (pH 8.8)                      1.25   �.%%.%.-#

    �3��                         3.00   �.%%.%.-#
     TEMED               5.00   ��96#%.-#

                          10% Ammonium persulfate                                    50.0   ��96#%.-#
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�	�	/��� 13  !2� 6�����2��6�h&� 2�.-.(�)*�&�2��6��(]%1*�9�#-1�&1*�%��%��������-��$�4* 
                    $��+��.3�&�2��-��$�4* ��*+9�  (��96#�#��/�#��/��*+9� ) ����+ (+%�-�� W ��+�2�.-.
                    Multiple Comparisons +.j1 Tukey HSD

*6+��!-�-�� ���� �1���2��6�h&� 2�.-.&1*#,��� 0.05

�	�	/��� 14  !2� 6�����2��6�h&� 2�.-.(�)*�&�2��6��(]%1*��3��$���/� �.3�&�2����!-�%,�%���
                    (�.%%.�#��) ��+�2�.-. Multiple Comparisons +.j1 Tukey  HSD

95 % Confidence Interval
 (I) GIC+Tx        J) GIC+Tx

       M e a n  
Difference (I-J)

  Std
 Error

P- value

Lower Bound Upper Bound

GIC+AL            GIC +CS
                           GIC+CS+AL

.7033
  -5.0196*

.9817

.9817
.758
.000

-1.8466
-7.5695

3.2532
 -2.4697

GIC+CS            GIC+AL
                          GIC+CS+AL

-.7033
-5.7229*

.9817

.9817
.758
.000

-3.2532
-8.2728

1.8466
-3.1730

GIC+CS+AL    GIC+AL
                          GIC+CS

5.0196
5.7229*

.9817

.9817
.000
.000

2.4697
3.1730

7.5695
8.2728

95 % Confidence Interval
 (I) GIC+Tx        J) GIC+Tx

       Mean
Difference (I-J)

Std
Error

P- value

Lower Bound Upper Bound

GIC+AL            GIC +CS
                           GIC+CS+AL

-16.5783*
-20.0469*

5.1234
5.1234

.014

.004
-29.8863
-33.3549

-3.2703
-6.7388

GIC+CS            GIC+AL
                          GIC+CS+AL

-16.5783*
-3.4685

5.1234
5.1234

.014

.780
3.2703

-16.7765
29.8863
9.8395

GIC+CS+AL    GIC+AL
                          GIC+CS

-20.0469*
3.4685

5.1234
5.1234

.004

.780
6.7388
-9.8395

33.3549
16.7765
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*6+��!-�-�� ���� �1���2��6�h&� 2�.-.&1*#,��� 0.05
�	�	/��� 15  !2� 6�����2��6�h&� 2�.-.(�)*�&�2��#���%,/� 6��(]%1*� absorbance /� �%���&�%� 
                   (�)*�(�#1��(&1������%���6+�6��<4* !�#0%-�� ����+�(<%%'&1*#���1+.-�����#&�2��

                   MTT assay  ��+�2�.-. Multiple Comparisons +.j1 Tukey HSD

95% Confidence Interval
                                 (I) Group               (J) Group

Mean
Difference

(I-J) Std. Error
P- value. Lower Bound Upper Bound

GIC1D GIC 2 D
GIC 7 D
GIC+CS 1 D
GIC+CS 2 D
GIC+CS 7 D

-2.5227
35.3279*
-7.6468
3.2934

17.2919*

5.5299
5.5299
5.5299
5.5299
5.5299

.997

.000

.737

.991

.027

-18.5851
19.2655
-23.7093
-12.7691
1.2294

13.5398
51.3904
8.4156

19.3559
33.3544

GIC 2 D GIC 1 D
GIC 7 D
GIC+CS 1 D
GIC+CS 2 D
GIC+CS 7 D

2.5227
37.8506*
-5.1242
5.8161

19.8146*

5.5299
5.5299
5.5299
5.5299
5.5299

.997

.000

.939

.899

.007

-13.5398
21.7881
-21.1866
-10.2464
3.7521

18.5851
53.9131
10.9383
21.8785
35.8770

GIC 7 D GIC 1 D
GIC 2 D
GIC+CS 1 D
GIC+CS 2 D
GIC+CS 7 D

-35.3279*
-37.8506*
-42.9748*
-32.0346*
-18.0361*

5.5299
5.5299
5.5299
5.5299
5.5299

.000

.000

.000

.000

.018

-51.3904
-53.9131
-59.0373
-48.0970
-34.0985

-19.2655
-21.7881
-26.9123
-15.9721
-1.9736

GIC+CS 1 D GIC 1 D
GIC 2 D
GIC 7 D
GIC+CS 2 D
GIC+CS 7 D

7.6468
5.1242

42.9748*
10.9402

24.9387*

5.5299
5.5299
5.5299
5.5299
5.5299

.737

.939

.000

.362

.000

-8.4156
-10.9383
26.9123
-5.1223
8.8762

23.7093
21.1866
59.0373
27.0027
41.0012

GIC+CS 2 D GIC 1 D
GIC 2 D
GIC 7 D
GIC+CS 1 D
GIC+CS 7 D

-3.2934
-5.8161

32.0346*
-10.9402
13.9985

5.5299
5.5299
5.5299
5.5299
5.5299

.991

.899

.000

.362

.125

-19.3559
-21.8785
15.9721
-27.0027
-2.0640

12.7691
10.2464
48.0970
5.1223

30.0610

Tukey HSD

GIC+CS 7  D GIC 1 D
GIC 2 D
GIC 7 D
GIC+CS 1 D
GIC+CS 2 D

-17.2919*
-19.8146*
18.0361*
-24.9387*
-13.9985

5.5299
5.5299
5.5299
5.5299
5.5299

.027

.007

.018

.000

.125

-33.3544
-35.8770
1.9736

-41.0012
-30.0610

-1.2294
-3.7521
34.0985
-8.8762
2.0640
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�	�	/��� 16  !2� 6��9�#-1�&1*�%��%��������-��$�4* $��+��.3�&�2�� (��96#�#��/�#��
<1(��-')      

                   ��!-�%,�.3�&�2��&1*��+ (+%�-��  W

�
�	 (<4�


��/)

GIC

<2`���� 1

GIC

<2`���� 2

GIC

<2`���� 3

GIC+AL

<2`���� 1

GIC+AL

<2`���� 2

GIC+AL

<2`���� 3

GIC+AL

<2`���� 4

GIC+AL

<2`���� 5

GIC+AL

<2`���� 6

1 0.00 0.00 0.00 19.14 7.88 46.19 7.21 2.69 0.00
6 0.00 0.00 0.00 0.00 0.00 2.54 2.39 0.00 0.00

12 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00 0.00
24 0.00 0.00 0.00 0.00 0.00 1.69 0.00 0.00 0.00
48    0.00 0.00 0.00 0.00 0.00 0.00
64    0.00 0.00 0.00 0.00 0.00 0.00

168    4.72 18.47 13.78 14.12 7.03 2.40
336    13.41 14.10 15.51 21.05 10.67 11.46
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�	�	/��� 16  (-��) !2� 6��9�#-1�&1*�%��%��������-��$�4* $��+��.3�&�2�� (��96#�#��/�#��
                   <1(��-') ��!-�%,�.3�&�2��&1*��+ (+%�-��  W

�
�	 (<4�


��/)

GIC+CS

<2`���� 1

GIC+CS

<2`���� 2

GIC+CS

<2`���� 3

GIC+CS

<2`���� 4

GIC+CS

<2`���� 5

GIC+CS

<2`���� 6

1 4.72 13.46 5.02 14.14 0.00 7.12
6 4.50 4.52 3.03 5.32 0.00 0.00

12 2.54 4.74 1.48 1.87 0.00 0.00
24 7.11 4.95 5.90 1.66 0.82 1.46
48 1.24 1.25 0.00 0.00 0.00 0.00
64 0.00 0.00 0.00 0.00 0.00 0.00

168 0.00 0.00 0.00 0.00 0.00 0.00
336 0.00 0.00 0.00 0.00 0.01 0.00

�
�	 (<4�


��/)

GIC+CS+AL

<2`���� 1

GIC+CS+AL

<2`���� 2

GIC+CS+AL

<2`���� 3

GIC+CS+AL

<2`���� 4

GIC+CS+AL

<2`���� 5

GIC+CS+AL

<2`���� 6

1 44.50 40.10 41.77 22.05 58.84 60.21
6 21.75 18.43 18.12 14.61 17.90 20.90

12 17.80 13.70 14.09 11.39 16.18 17.42
24 21.26 21.92 17.61 19.07 18.88 18.16
48 18.54 18.93 18.62 18.08 18.88 20.15
64 27.93 16.94 16.61 17.34 17.65 19.41

168 21.51 21.17 20.38 27.50 21.33 21.40
336 20.76 25.16 17.61 19.32 21.58 20.90
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