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Abstract

Fatty acid synthesis related gene was characterized in this study. The 74-3-3 gene
was isolated from oil palm (Elaeis guineensis Jacg.) and was found two isoforms. Their
sequences were an open reading frame of 777 and 762 which encode proteins of 258 and
253 amino acid residues, respectively. Thus, the proteins were predicted molecular weight of
29.2 and 28.64 kDa, respectively. In addition, pl of the acidic proteins were 4.81 and 4.96,
respectively. Both the deduced protein sequences were analyzed by PHYLIP programme and

the phylogenetic results indicated that they belong to the Plant Non-epsilon 14-3-3 group.
One of these isoforms, Eg14-3-3 isoform1 was an omega subgroup, termed Eg14-3-3(.

Whereas, the second isoform was a psi subgroup, termed Eg14-3-3\J. These results were

showed same direction with the BLASTP in NCBI.

Then, the EgT4-3-3 (U expression level in mesocarp tissues of oil palm was studied.
lts expression was obviously higher than Eg74-3-3 W. The study of the Eg74-3-3 gene
expression level from three variant oil palm; Dura, Pisifera and Tenera, were shown not
different of the relative expression level in those samples. Moreover, this research found that
Eg14-3-3 @ expression level were shown high in high oil yield cultivar (26.32-43.68
Kg/palm/year) and low expression level of Eg14-3-3 W in low oil yield plants (1.98-12.43
Kg/palm/year). Based on this research, enhance the expression of the Eqg14-3-3 @ gene
possibly to be one of the methods to increase the oil content and uses as a marker to assist

selection of possible high oil yielding cultivars in oil palm breeding programs.
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