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ABSTRACT

Single Nucleotide Polymorphisms (SNPs) of an amylfase gene were used to
study genetic variations and differentiation among populations of P. merguiensis in the
Gulf of Thailand (Trad, Surat Thani and Songkhla). The 1,300 bp fragment of their exon
7-10 and intron 7-9 was amplified and sequenced. A high leve! of polymorphisms of the
amylase exon was observed, 19 SNPs, including 13 transitions and 6 transversions
were detected. In the nucleotide sequences, there are 11 synonymous mutations, 7
nonsynonymous mutations and 1 nonsense mutations. Changes in the nonsynonymous
mutations resulted in a change of particular amino acids that affected the secondary
structure of the amylase. These data support our previous report on intron
polymorphism that the observed high degree of polymorphism could be a consequence

of an adaptive evolution of P. merguiensis in the gulf of Thailand.
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