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Abstract

1-Deoxy-D-xylulose 5-phosphate reductoisomerase (DXR; EC 1.1.1.267) is the second
enzyme in the deoxyxylulose phosphate (DXP) pathway. It catalyzes the formation of 2C-methyl-D-
erythritol 4-phosphate from 1-deoxy-D-xylulose 5-phosphate in the presence of NADPH and Mng or
Mn". In this study, the dxr gene was cloned from cDNA of Croton stelfatopilosus young leaves
{designated as CSdxr) by homology based PCR and rapid amplification of cDNA ends (RACE)
methods. The results showed that CS-dxr contained an open reading frame (ORF) of 1,404
nucleotides encodin'g a deduced peptide of 468 amino acid residues. Analyzed data of CSDXR
indicated that, CSDXR carried the chloroplast transit peptide at the N-terminal (position 1-44), and
contained a proline-rich region and NADPH binding motif. Alignment of CSDXR shared high
homology with more than 76% amino acid identity to other known plant DXRs. Expression pattern
analysis indicated that CSdxr strongly expressed in leaves, rarely in stems and roots. CSDXR was
found to be associated with isoprenocid biosynthesis via the DXP pathway, however, did not exhibit

as the rate-limiting step in plaunctol biosynthesis,





