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Abstract

V. cholerae were isolated from seafood, plankton and water in southern Thailand.
Two hundred and eighty samples were enriched in alkaline peptone water pH 8.5 at 42
°C for 6 hrs and plated on TCBS agar. Sucrose fermenter colonies were selected and
identified by biochemical tests and confirmed by PCR targeted to ompW gene. A total of
405 strains of V. cholerae non-O1/non-0139 were isolated from 188 environmental
samples. They were compared to six strains of V. cholerae non-O1/non-O139 collected
from patients in the same region. It was found that most of the environmental and
clinical strains of V. cholerae non-O1/non-0139 lacked the ctxA4, tcpA-E, tcpA-C, zot,
ace and stn/sto genes. However 4 strains isolated from planktons carried tcpA4-E gene.
Eighty two strains of V. cholerae were isolated from clinical specimen of patients in 4
regions of Thailand. All of them were serogroup Ol, serotype Inaba and ompW gene
positive. They all carried virulence associated genes encoding the ctxA4, icpA-E, zot, ace
and toxR. Molecular analysis by arbitrarily primed PCR (AP-PCR) was performed using
RAPD analysis primer 2 and 4. The AP-PCR profiles of V. cholerae non-O1/non-0139 4
isolates from environment and clinical specimens were different except 4 environmental
strains which harbour fcp4-E. It was found that 5 of 6 clinical strains of non-Ol/non-
0139 exhibited identical or similar antibiogram patterns. The AP-PCR profiles of V.
cholerae O1 isolates from patients in all region exhibited 2 different pattern with primers

2 and 4, pattern A and pattern B. Pattern B was found only in clinical strain in the south
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region. Most of them showed antibiogram pattern 3 which were susceptible to
tetracycline, chloramphenicol, co-trimoxazole, nalidixic acid, norfloxacin, gentamicin,

ciprofloxacin but were intermediate to erythromycin and ampicillin.
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