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A a‘ o ~ & . °
fa funinuqdeenussuutieausiaies (defense or stress-related protein) 47421 36 TAau
A o Hp ar ) .
(8.7%) BuMiuiriResfunisuanteanaasiiuuas RNA #1397 (gene expression and
RNA metabolism) a1%424 28 lAau (6.8%)
o : A o ¥
Taeludnuauiiuinandestunisa¥eens 48 Taau (11.6%) wutiungu
vy 1
rubber elongation factor ¥INN91 90% e wINENluNGNNNIMHA TegaaARaITLNNT
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Xyloglucan pectic polysaccharides wasgkqu structural protein (Pilatzke-Wunderlich and
1 ¥
Nessler, 2001) wwadu (pectin) faifulasairaiidudiwansseadenatsaluie lunis
° o P o Y v v o ) a v Y o
mantniagaasieynsnidingidting lunisiraraiaunmaiudedldnisinanuses
enlasmanaaiinsoniu pectate  lyase  iflwiaulnifdrAglunisinanenaruluive
] v
(Tamaro, 2001) uAumuMUiRTestiu pectate lyase luingnstiaiinnsAnmdias aanug
v v v
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