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Abstract

Oil palm species Elaeis guineensis, Tenera, is long played an important plantation crop in
Thailand, especially the crossing between the parental type E. guineensis, Dura and E. guineensis,
Pisifera. OQur objectives were to isolate the additional DNA markers for an oil palm breeding
program, using EPIC-PCR and oil content associated gene. Malate synthase regions of intron 1
between MSO1 and MS01r primers were amplified from threescrosses and 13 sequences were
obtained. The alignment of intron 1 sequences do not resolve the phylogeny of Tenera, Dura and
Pisifera, but the marker has the potential to differentiate among crosses and to identify of Pisifera
within the cross 105. The second DNA markers developed here is beta-carboxyltransferase
(accD), which is a subunit of plastidic Acetyl-CoA carboxylase (ACCase). It is a key enzyme in
plastid, regulating the rate of de novo fatty acid biosynthesis in plants. Full-length ¢cDNA of oil
palm accD was cloned. It composes of 1530 bp that predicts an open reading frame {ORF) of 509
amino acids with pl = 5.29 and molecular mass of 57.54 kDa. The semi-quantitative RT-PCR
analysis of accD was used for comparing the expression level of oil palm from PSU and
Surathani, The result demonstrated the hugher expression level in PSU samples than in Suratham
samples and might be related to the oil yield. For confirmation, high precision techniques of oil

content analysis and mRINA measurement are required to confirm this observation.
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