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g Gram
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mRNA Messenger ribonucleic acid
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ul Microliter

uM Micromolar
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Mo-MPT Molybdenum-molybdopterin

M Molar

NADH Reduced nicotinamide adenine dinucleotide
NADPH Reduced nicotinamide adenine dinucleotide phosphate
NiR Nitrite reductase
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