73

MANUIN M.

a d a o 3 a Jd
MIIATZHMAANVBINANH N WAIND S
1. minaaeumsanalusaunidluesnlsznouvedlnwames (Bradford, 1976)

=
ARG EY
1. MIN3eNaI5azaly Coomassie blue
TA8N15%9 coomassie blue G250 100 Haansy azarsluonsiueannududu 95
s 3 4 a A Aaa Y = a Y] a 9y 9
nlesiFua UYu1as 50 Jadans aAuauazatenua udrnuaunsagayinanuduiu 85

Y v
Y o [

Lo~ 4 a Aa aa [ a I~ Aa aa
wosisua 15w 100 Baaaas Usvilsuiasvesasazareilu 1,000 Jagans aleiinau

2. mim%umiazmﬂmmj;m BSA (Bovin serum albumin)
v Y Y v
Tagn13%a BSA 0.25 n5u azaerilsullsuasdreinausu'ld 25 tadans o218
S I o A Y Aa aa % a
15aza1e BSA anududu 1 nlosisud dnlaaisazareiinn 1 Hadans udrlsullsuasdie
Y P A aa v ) P-4
hnauanld 10 Taaans azldarsazaie BSA anuduiu 0.04 nlosidud
3. mainnnesgIl
a S I 4 [ Aa [
Ynlamsazarouinigiu BSA 0.04 tlesidua laasluveunarlsunasaandag
~ a 3’ 9 = a [ c?x‘ a
Tua13199 25 @awiau Idersazare Tdsau 200 Tulasans nasanmiu@ualsazale
. a Aaa 1l Y qg.: Qy Y = Y K ) 1 1 A d‘
coomassic blue 10 Haaans wewaInwna 13 15 miuarvaih lilewmmsganaunasianu
812991 595 U1 TUAS
a L =1 LY ]
4. msuasiznlsauluasazaredieds

2 1

Jnlaarsazareding1s 200 lulasans wuasdluvasanaass huasazale

Yy v
Y o a

coomassie blue 10 Aadans wawdrasne13 10 wiindnilerwmmsganaundsiinnuen

d’i o =) = v
AdU 595 W1 TUIAS umuﬂsauma‘ummimlmmgm



A a -4 A o
ATT NN 26 LAANNITATINTITASAY 0.04 Lﬂflﬁlcﬂuﬁ BSA L‘W@“VnﬂﬁﬂiﬂﬁiﬁTH

Table 26. The preparation of 0.04 %BSA for standard curve.

Protein concentration 0.04 % BSA Distilled water Coomassie blue
(ne) (ul) (uD) (ml)
0 - 200 10
10 25 175 10
20 50 150 10
30 75 125 10
40 100 100 10
50 125 75 10
60 150 50 10
70 175 25 10
80 200 - 10

0.7 1
0.6 4
0.5 4
0.4 1
o) s y = 0.0062x
0.3 4
R? = 0.9881
0.2 4
0.1 4
0 L) L) L) L) L) L]
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Figure 13. Standard curve of protein concentration.



75

13199 27 YSina Tdsauves Indwesn 1da1nse CNBPOO1

Table 27. Protein concentration from polymer produced by CNBP0O1.

Sample Protein concentration (mg/g polymer)

polymer 27.96+0.1
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2. MIAATLHABENINE AT INATIWIHULI (Thin Layer Chromatography)
(Lato et al., 1968, Rcbyt and White, 1987)
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2. MINAABUNMIVBNT lAFUAZNITHIN (Oxidation-Fermentation test)
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1. Nutrient agar

Beef extract 3.0
Peptone 5.0
Agar 15.0

2. Motility test medium

Tryptone 10.0
Sodium chloride 5.0
Agar 5.0

3. Hugh and Leifson’s O-F medium (pH 7.1)

Peptone 2.0
K,HPO, 0.3
NaCl 5.0
Agar 3.0
Bromthymol blue 0.2% 15.0
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H,0, 3.0

H,0 100
2. Bromthymol blue 1.6%

Bromthymol blue 1.6

Ethyl alcohol 100
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Table 28. The number of survival bacterium CNBPOO1 by spread plate before optimization

condition.
Number of colonies (CFU/ml)

hours 1 2 average

0 2.00 x 10° 7.80 x 10° 490x10° £4.1012
3 2.00x 10° 2.50x 10’ 1.12x10° +0.3536
6 3.20x 10° 1.33x 10° 825x 10" +1.3223
9 4.10x 10° 1.50 x 10° 2.80x 10° +1.8385
12 1.00 x 10° 6.40 x 10° 6.50 x 10° +3.8184
15 570 x 10° 520x 10’ 545x10° +0.3536
21 3.90x 10’ 1.11x 10° 401x10° +1.9728
27 6.90 x 10’ 2.09 x 10’ 450x 10" £3.4012
33 4.10x 10° 8.60x 10° 9.01x 10" +3.1820
39 7.80 x 10’ 1.29x 107 455x 10" +4.6033
45 1.02x 107 2.03x10" 1.07x 10" +0.7142
51 2.68x10° 450x 10" 238x 10" +1.2869
57 2.51x10" 1.07x 10° 131x 10" +£1.0182
63 1.30 x 10’ 530x 107 330x 107 +2.8284

7 7.40 x 10° 1.18 x 10 429x10° +4.3982
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Table 29. The number of survival bacterium CNBPO0O1 by spread plate after optimization

condition.
Number of colonies (CFU/ml)

hours 1 2 average

0 3.10x 10’ 4.40x 10’ 3.75x 10 +0.65
3 4.60x 10 5.60 x 10’ 510x 10" +0.50
6 5.60 x 10’ 540x 10’ 550x 10" +0.10
12 1.04 x 10° 9.90 x 10’ 1.02x10° £0.03
18 9.80 x 10° 8.80x 10° 9.30x 10°  £0.50
24 1.91x 10° - 1.91x 10" £0.00
36 1.73 x 10’ 1.08 x 10° 141x10" £0.33
48 1.67x 10" 1.28x 107 1.78x 10" £0.20
72 6.80 x 10" 8.70x 10° 775x10° £0.95
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Table 30. Composition of lead-absorbing biopolymer marine bacteria isolating media.

Media Composition
Formula A proteose — peptone 2 g
yeast extract 1 g
agar 15 g
sea water 1 |
Formola B proteose — peptone 2 g
yeast extract 1 g
Lead Nitrate (Pb(NO,),) 125 mg/1
agar 15 g
sea water 1 |
Formula C sucrose 20 g
KH,PO, 1 g
peptone 10 g
NaNO, 1 g
MgSO, 0.5 g
sea water 1 1
Nutrient Agar (NA) beef extract 3 g
peptone 5 g
agar 15 g
sea water 1 1
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Figure 14. "HNMR spectrum of gluconic acid.
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Figure 15. "HNMR spectrum of glucosamine.
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Figure 16. "HNMR spectrum of glucose.
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Figure 17. "HNMR spectrum of xylose.






