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Abstract

A study on the resistance of four species of bark eating caterpillars : Cossus
chloratus Swinhoe, Prasinoxena sp., Decadarchis sp. and Hypatima sp. in Lansium
domesticum Corr. was carried out at orchards in Amphoe Rangae, Changwat Narathiwat
and Amphoe Yarung, Changwat Pattani, during June 1999-June 2000. The number of
four species of bark eating caterpillars within 48 square inches on the trunks and
branches from five each of longkong, langsat and duku trees was recorded. The highest
number of caterpillars was found on longkong trees in both locations. In Changwat
Narathiwat, 35.88, 29.04 and 25.84 caterpillars/tree was observed in longkong, duku and
langsat, respectively, while 22.08, 17.48 and 12.16 caterpillars/tree were found in
longkong, duku and langsat, respectively in Changwat Pattani. Most of the caterpillars
found in this study were Prasinoxena sp. and Hypatima sp. The caterpillar population
varied periodically with the highest numbers in March-April whereas very small numbers of
them were observed in October-November. The areas damaged by the caterpillars among
longkong, langsat and duku were compared on trunks and branches, langsat showed
more damage than longkong and duku in Changwat Narathiwat, while in Changwat
Pattani the damaged areas were highest in longkong. The same results were obtained
when the damage rating was analyzed. The damage rating was scored in percentage by
(number of destroyed branches/total number of branches in tree) x 100. The results
showed no significant differences (P>0.05) among longkong (88%), langsat (93%) and
duku (70%) in Changwat Narathiwat. However, highly significant differences (P<0.05)
were found in Changwat Pattani. The damage percentages in longkong, duku and langsat
were 99, 40 and 12 %, respectively.

Genetic analysis of all plants was performed by RAPD (Random Amplified

Polymorphic DNA). One hundred and twenty primers were screened and five primers



(OPB-15, OPC-04, OPD-13, OPT-01 and OPR-01) were selected to detect genetic
variation by comparison of DNA banding patterns from each plant. Identical DNA banding
patterns were observed in all samples of longkong from both locations, indicating no
genetic variation in the population studied. Each duku and langsat population produced
the same pattern of bands within a location, but different from the other location except
one duku sample at Changwat Narathiwat which exhibited a different band pattern from
the other four trees. Specific DNA bands such as 580 bp (OPR-01), 720 bp (OPT-01) and
1100 bp (OPC-04) were found only in the duku and langsat populations but not in the
longkong population. However, these specific bands could not be related to resistance of
bark eating caterpillars in Lansium domesticum Corr. Preliminary data obtained from this
study would be useful for future experiments, as more details would have to be

investigated.



