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Abstract

Penaeus merguiensis, the second most valuable species of shrimp quantity and value
export in Thailand, is often confused with Penaeus silasi Penaeus indicus and Penaeus
penicillatus. To study population genetic for cultures this species, the correct species
identification is prerequisited. In this work, the morphological, isozyme electrophoresis
(MDH, Malate dehydrogenase) and mitochondrial DNA method were used to separate P.
merguiensis from the other closed species. Only the third maxilliped character could separate
the adult male samples from the others. The isozyme patterm could not be used to separate P.
merguiensis and P. silasi clearly. The partial nucleotide sequence analysis of mitochondrial
ribosomal RNA genes small (12S rRNA), large (16S rRNA) subunit and the 558- bp
nucleotide of Cytochrome oxidase subunit I (COI) could be used to separate them clearly,
including female. The phylogenetic relationship of COI gene, four clades were found. Two
clades (A and B) referred as P. merguiensis, another clade (C) referred as P. silasi and the
other (D) referred as P. indicus. These results point toward the possibility of P. merguiensis
being a complex of two cryptic species or a single species with strong phylogeographic
subdivision. Based on the sequence data of COI gene, it can be a species-specific marker and

can differentiate P. merguiensis from the both coasts of Thailand by PCR-RFLP method.

“)





