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Abstract

Oral candidiasis is a major cause of chronic discomfort and irritation in
HIV-infected patient. The causative strains of Candida albicans are of clinical
and epidemiological interest. The objectives of this study were to investigate
the genotypes of C. albicans in a group of Thai HIV-infected patients with oral
candidiasis and to study the relationship among genotype, biotype of C.
albicans and their antifungal susceptibility tests. A total of 189 C. albicans
strains from 41 HIV-infected patients and 17 strains from 6 HIV-uninfected
subjects were included in this study. All strains were genotyped using
randomly amplified polymorphic DNA (RAPD) method. One hundred and six
strains were biotyped by API ZYM system, API AUX 20C system and boric
acid sensitivity. The minimal inhibitory concentrations (MICs) of ketoconazole
of 94 strains were examined. The results showed genetic patterns of C.
albicans among HIV-infected individuals were diverse demonstrating 20
clusters and most strains were highly dissimilar (76%). Most patients (32/33)
occupied more than one genotype of C. albicans. Seventeen C. albicans strains
of non-HIV subjects were also diverse. Fifty-seven biotypes were found among
106 strains. The A1S was the predominant biotype accounting for 30.4%
strains. The median MICs for ketoconazole was 0.031 ug/ml (range 0.0075-

4.0 pg/ml). There was no statistically significant relationship between the
genotype or biotype and antifungal susceptibility testing. However, biotype and
antifungal susceptibility were found to be associated with the host at p = 0.000
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and p=0.000 respectively. To conclude the current study indicates that both the
genotype and the phenotype characteristics of C. albicans in HIV-disease are
diverse. However, The typing methods used in the study should prove useful
" 'for taxonomic purposes in future studies. Although genotyping is more specific
in taxonomy, biotyping and antifungal susceptibility testing are still useful in

epidemiological study and clinical relevance particularly in drug resistance.
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