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Study of health affected pathogenic bacteria isolated from various sources
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Detection of Stenotrophomonas maltophilia in Songklanagarind Hospital
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Abstract

Stenotrophomonas maltophilia has emerged as an important opportunistic pathogen,
especially in immunocompromised hosts, malignancy and prolonged hospitalization. In this
study, S. maltophilia isolates were collected from various environmental sources of intensive care
unit (ICU), medical ward (MED), respiratory care unit (RCU) including ready to eat food
obtained from the hospital nutritional food center at Songklanagarind Hospital, Thailand during
October 2015 to January 2016. Antimicrobial susceptibility was determined by disk diffusion and
minimal inhibitory concentration (MIC) to co-trimoxazole, ciprofloxacin, ceftazidime and
piperacillin/ tazobactam was evaluated by E-test. Sulfonamide resistance genes (sull, sul2 and
sul3), trimethoprim resistance genes (dfr49, dfrA10 and dfir20) and classl integron were
investigated by PCR and the results were compared to those of 64 S. maltophilia obtained from
clinical isolates. In addition, genotypic relationships between environmental and clinical isolates
of S. maltophilia were determined by pulsed-field gel electrophoresis (PFGE). In this study, the
majority of S. maltophilia isolates from environmental sources were from sink drains (75%),
followed by drinking water (41.7%) and tap water (16.7%). Using disk diffusion technique,
clinical isolates were more resistant to antibiotics than the environmental isolates. MIC by E-test
indicated that 6.3% and 10.8% of clinical and environmental isolates were resistant to co-
trimoxazole respectively. MIC,/MIC,; of clinical and environmental isolates were 0.064/0.064
and 0.047/0.094 pg/ml respectively.

Moreover, four clinical isolates were positive for su/l gene whereas 7, 3 and 1
environmental isolates were positive for sull, sul2 and both su/2 and sul3 genes respectively.
However, none of the trimethoprim resistance genes was detected in any S. maltophilia isolates.
Genetics relatedness among clinical and environmental isolates performed by PFGE was
classified into 9 clusters with high genetic diversity. DNA profiles of S. maltophiliaobtained from

clinical and environmental isolates were unrelated.



