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Study of health affected pathogenic bacteria isolated from various sources
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Investigation of pathogenic Vibrio spp. in cultured fish
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Comparison of PCR-based techniques for typing of Vibrio cholerae strains isolated from
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Characterization of Vibrio vulnificus isolated from seafood and clinical specimens using

molecular techniques
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Detection of Stenotrophomonas maltophilia in Songklanagarind Hospital

NsuENuEEaERusuaEN1INSIaNTe Clostridium difficile ﬂi’mﬁamqaaﬁmm

Molecular genotyping and rapid detection of Clostridium difficile
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Abstract

Vibrios are Gram-negative curved rod shape bacteria widespread in marine and estuarine
environments. Many vibrios are serious pathogen for marine animal both cultured and nature. It
can cause economic loss in aquaculture farms worldwide. From the study on standard strains of
vibrios, we can classify them in to 8 groups for preparation of DGGE standard markers to
evaluate the diversity of vibrios. In this study, total 347 isolates of vibrios isolated from diseased
white shrimps (n=53), diseased cultured fish (n=241) and environments (n=53) were identified
by DGGE and species-specific PCR. Four Vibrio species were commonly found in these samples
including V. parahaemolyticus (81 isolates), V. harveyi (68 isolates), V. vulnificus (35 isolates) and
V. alginolyticus (28 isolates). V. parahaemolyticus showed purple colonies on CHROMagar Vibrio,
while V. harveyi showed two types of colony colors including small white and purple opaque
edge colonies. V .vulnificus showed blue colonies and V. alginolyticus showed big white
colonies, respectively. However, some vibrios and other bacteria demonstrated distinct DNA
band size to the DGGE marker were species identified by DNA sequencing. Moreover, V.
alginolyticus isolated from various sources were selected for DNA fingerprint study by AP-PCR.
The results showed diverse DNA fingerprint patterns demonstrated a genetic heterogeneity of

this bacterium.
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