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Abstract

Protein gp64 is one of major structural protein of the yellow head virus (YHV)
envelope. This protein has 24 cysteine residues that can potentially form disulfide bonds.
This study aimed to identify and localize intramolecular disulfide bonds of gp64 isolated
from YHV. In gel digestions were performed using trypsin, chymotrypsin and mixed
between both. Digested peptides were extracted and analyzed with nanolL.C-MS/MS in
combination with data searching using xQuest, Mascot, MS-Bridge, MassMatrix, MS2DB+
and Peptidemap, respectively. The analysis results revealed five disulfide bonds at the N-
terminal (Cysz6-Cyss1, Cysre-Cysiso, Cysas-Cysioz, Cys135-Cysiat, Cysigo-Cysier) and one bond
at the C-terminal (Cyss2o-Cyss2o) end of the protein. The position of disulfide bonds
identified in this study can be used for insight in molecular folding and arrangement of
gp64 in the envelope of YHV. It may also employ as a basis for the development of YHV-

based nanodelivery-scaffold.
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