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Molecular identification of blood meal in Culicine mosquitoes

(Diptera: Culicidae).in Songkhla province
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Culicine mosquitoes are medical important vector, and there still have not a full
effectiveness vaccines to prevent the mosquitoes borne diseases. Therefore, the studies about
feeding pattern and disease transmission behavior of mosquitoes are necessary. The objective
of this study is to apply molecular biology methods to detect the DNA of mosquito blood
meals. Mosquito amount 297 samples were collected from Songkhla province. DNA from
blood meal in rﬁosquito's stomach were extracted and amplified DNA with the multiplex PCR
technique by using specific primer sets based on mitochondrial cytochrome b gene to identify
the DNA of human, pig, goat, dog, cow, and chicken. Blood meal results were examined with
2% agarose gel electrophoresis. Aedes spp. blood meal results were positive for human, dog,
pig, chicken, cow and mixture of 2 hosts DNA at 61.90, 2.38, 2.38, 0.60, 0.60 and 4.18%,
respectively, while mixture of 3 hosts DNA at 1.20% and 26.79% of the samples were negative.
Culex spp. blood meal results were positive for chicken, human, dog, cow, goat, pig and
mixture of 2 hosts DNA at 40.83, 10.00, 5.00, 4.17, 1.67, 0.83 and 8.32%, respectively, while
mixture of 3 hosts DNA at 3.32% and 25.83% of the samples were negative. This study shows
that feeding behaviors of Aedes spp. most prefer to human blood. Blood feeding behaviors of
Culex spp. is majority illustrated in chicken blood. This study makes to be aware of how to
prevent mosquito vector. This information leads to understand behavior of mosquitoes
foraging, and lead to develop strategies in order to control mosquito population.
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