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Cloning and Expression analysis of EgLEC1 for high oil

yield selection in Elaeis guineensis Jacq.
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Abstract

Feleafy cotyledonl (FglEC1) is transcription factor that involved in the oil
synthesis in plants. In this study, FeLECI gene was isolated from mesocarp of oil
palm (Elaeis guineensis Jacq.), contained 663 bp encoded 218 amino acid. The amino
acid sequence analysis of EgLECI showed 89% similarity compared with LEC1 protein
Jatropha curcas. The secondary structure of EgLEC1 was predicted and showed 10
sites of helices and 11 sites of beta strand. Additionally, £¢LECI encodes a HAP3
subunit of the CAAT-binding factor. The binding of EgLECI protein and EgaccD
promoter was strongly interaction. EgLECI gene was highly expressed in mesocarp
tissue and high yield leaves. Moreover, the unknown young leaves from different
trees were analyzed for their level of expression of EgLECI considerable variations
were observed. These result indicated that the EgLECI expression may be related to
the ability of the palm tree to accumulate oil. Therefore, EgLECI might be used as a

molecular marker during the breeding program for producing high yielding oil palms.
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