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(Interesting genes in carcinogenesis of head and neck squamous cell carcinomas)
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Abstract

The objectives of this study were to characterize and identify the most interesting candidate

genes from the known or unknown unique genes may either play a direct role in carcinogenesis or

represent suitable clinical markers of Head and Neck Squamous Cell Carcinomas (HNSCC). The 3

clones were picked up from 24 clones of unknown unique genes highly expressed as reported

from our previous studies which contributed to Head and Neck Cancer Genome Anatomy Project

(HN-CGAP). The gene-specific anti-sense primers (GSP) were designed using primer design

software for cDNA clones. The RNA derived from fresh sample tissue of HNSCC patients who

agreed and signed in the consent form was extracted using the single step RNA isolation

procedure. Regarding the known unique genes, we identified 9 interesting genes. To investigate

further and validate these findings, we screened a panel of HNSCC cells for the presence of those

transcripts using gPCR. We found 1L-20, ~e1F4B and OR2B11 as being present in a subset of

HNSCC, suggesting that these molecules may play an important role in this cancer type. The Ests

were picked up from the cDNA libraries to clone full-length.
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