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Abstract

HlyA hemolysin, encoded by hlyA gene, is the important virulence factor of Vibrio
cholerae that associated with gastrointestinal disease in humans. The presence of hlyA
gene in V. cholerae has been well documented. However, reports on the presence of
hlyA gene in non-V. cholerae vibrios isolated from the seafood samples are scanty. This
study demonstrated the presence of hlyA gene in various species of non-V. cholerae
vibrios isolated from seafood including V. alginolyticus and V. parahaemolyticus. For
transcriptional analysis, four V. harveyi strains isolated from previously study which were
known to harbor the hlyA-like hemolysin gene (hh() were used. Reverse transcriptase PCR
(RT-PCR) showed that the hhl genes in some V. harveyi isolates were found to be
functional. The expression of hhl gene in V. harveyi isolated from diseased shrimp was
seemed to be equivalent to that of V. cholerae hlyA. Moreover, the RT-PCR results were
correlated with the ability to cause shrimp death. To our knowledge, this study appears
to be the first description on the presence of hlyA-like hemolysin gene in V. alginolyticus
and V. parahaemolyticus, and also the characteristics of hhl gene in V. harveyi has not
been reported. Since the environmental vibrio isolates contain an important virulence
gene of human pathogen, they may also serve as progenitors for other disease-causing

species by lateral transfer of virulence genes.



