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ABSTRACT

 A prototype of a computer-aided system for chromosome image classification has been 

developed. The procedure consists of four steps. There are image preprocessing, image 

segmentation, feature extraction, and image classification. Image preprocessing is the first step. It 

enhances the images for preparation to be used in image segmentation. Image segmentation 

separates the interesting object from the background. Features used in this algorithm are 

chromosome area, band area, perimeter, maximum of singular value from singular value 

decomposition method (SVD), and band profile. Band profile was sampled at 10, 30, 50 and 80. 

The last step is image classification. This algorithm divides classification method into two steps. 

The first step classified chromosome images into six groups. The second step classified 

chromosome images in each group to one of twenty three classes (female) or twenty four classes 

(male). Preliminary results show that efficiency is good when band profile is sampled at 30 or 50. 

This efficiency is high at chromosome class number 1, 2 and 13 to 18, and efficiency is moderate 

at chromosome class number 3 to 12 and sex chromosome X, but efficiency is pretty low at 

chromosome class number 19 to 22 and sex chromosome Y. Comparisons between band profiles 

sampled at 30 and 50 show that chromosome class number 1 and 2 should sampled at 50, and 

chromosome class number 3 to 12 should sampled at 30, but the others can not be determined 

which one is better.
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3 75.95 78.38 72.05 74.34
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