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OL-CT; accd
B-CT; accD)
ACCase
Adh
AFLP
ATP
AUAP
BC
BCCP
BSA

bp

Cal
cDNA
cpDNA
CT
dNTP
DTT
DNA
EDTA
EPIC
FAS
G3ph
ITS

LB
mRNA
Kb

M3
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Acetyl-CoA Carboxylase, Carboxyl Transferase alpha subunit
Acetyl-CoA Carboxylase, Carboxyl Transferase beta subunit
Acetyl-CoA Carboxylase

Alcohol dehydrogenase

Amplification Fragment Length Polymorphism
Adenosine triphosphate

Abridged Universal Amplification Primer
Biotin Carboxylase

Biotin Carboxyl Carrier Protein

Bovine serum albumin

base pair (s)

Calmodulin &
complementary DNA

chloroplast DNA

Carboxyl Transferase

deoxyribonucleoside triphosphate
Dithiothreitol

Deoxyribonucleic acid

Ethylenediamine tetraacetic acid

Exon-Primed Intron-Crossing

Fatty acid synthase

Glyceraldehyde 3-phosphate dehydrogenase
Internal Transcribed Spacer

Luria-Bertani {medium)

messenger RNA

kilo base pairs

Malate synthase

microgram
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ng
nmole
nrDNA
0.D.
ORF
PCR
PVP
pmole
RACE
RAPD
RFLPs
RNA
RNase A
RT

Sh
SSRs
STR
Tris-HCI
U

UAP
viv

Da
TdT

fdeunzdydnual o)
microliter
nanogram
nanomole
Nuclear ribosomal DNA
Optical density
Open reading frame
Polymerase chain reaction
Polyvinyl pyrolidone
picomole
Rapid Amplification of cDNA Ends
Random Amplified Polymorpyic DNA
Restriction Fragment Length Polymorphisms
Ribonucleic acid &
Ribonuclease A
Reverse transcriptase
Shell gene
Simple Sequence Repeats
Short Tandem Repeat
Tris-(hydroxymethyl)-aminoethane hydrochloric acid
unit (s)
Universal Amplification Primer
Volume per volume
Dalton

terminal deoxynucleotidy] transferase
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